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Extracellular respiration and the bioremediation of organochlorins in the
subsurface
Frederick Colwell
Coupling biogeochemical process evaluation for conceptualizing
trichloroethene co-metabolism
Ronald Harvey
Quantifying the chemotactic migration of a genetically engineered
bacterium in a TCE-contaminated, sandy aquifer
Jennifer C. Underwood
Response of groundwater bacteria from Cape Cod, MA, U.S.A. to low
concentrations of antimicrobials
Tillmann Lueders
Unraveling the diversity and ecology of anaerobic BTEX degraders in aquifers
by targeted structural and functional analyses
Draženka Selesi
Mechanistic insights into anaerobic biodegradation of naphthalene and
benzene under sulfate-reducing conditions
Christian Griebler
The hidden spatial and temporal dynamics of biodegradation processes in a
sandy tar oil-contaminated aquifer
Natuschka M. Lee
The biodiversity of Chloroflexi-affiliated bacteria in the subsurface
Daniela B. Meisinger
Systematic evaluation of current molecular tools for characterizing the
microbial diversity of chlorinated solvent contaminated aquifers
Kotaro Ise
Relationship between Dehalococcoides sp. and methanogenic archaea
Owen Rubaba
Phenotypic and phylogenyetic characterization of new Agrobacterium strains
isolated from an anaerobic microbial consortium capable of reductive
dechlorination
Wilfred F. M. Röling
Control and regulation of biodegradation of groundwater pollutants in
networks of interacting micro-organisms
Hans-Jørgen Albrechtsen
Microbial degradation of pesticides in subsurface: scale matters
Jonathan R. Lloyd (Invited)
Putting subsurface microorganisms to work; mechanisms, environmental
impact and biotechnological application of metal-reducing bacteria
Yoshio Takahashi
Binding sites of metal ions at bacterial cell surfaces studied by distribution
patterns of rare earth elements and EXAFS
Danielle Fortin
Biogenic iron oxides (BIOS) and Sr cycling in a wetland environment

Rainer U. Meckenstock
Size matters: nano-sized iron oxides strongly enhance microbial iron reduction
Jens Aamand
Microbial oxidation of pyrite with nitrate as electron acceptor in a Danish
anaerobic groundwater aquifer
Richard L. Smith
Characterization of denitrification-coupled Fe(II) oxidation in nitrate-impacted
groundwater using combined field and laboratory studies
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Yohey Suzuki
Biogeochemical profiles in deep sedimentary rocks in an inland fore-arc basin,
Central Japan
Mio Takeuchi
Methanogenesis in ancient marine sediments of Holocene in the Kanto Plain,
Japan
Peter Schillig
The effects of microbial activity on the hydrogeology of a biostimulated
aquifer
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Satoru Shimizu
Methanogenic microbial communities in deep fault-bordered aquifers and
deep coal seam groundwater of Hokkaido, Japan
Hiroyasu Takase
The impact of CO2 storage on deep subsurface microbial ecosystems and
implications for groundwater chemistry
Inés Bellini
Evaluation of the autodepuration capacity by indigenous bacteria from
aquifer Raigón, Uruguay

Karsten Pedersen
Genotypic and phenotypic variability within Desulfovibrio aespoeensis in deep
granitic groundwater ecosystems
Natuschka M. Lee
Visualization of known and novel reductively dechlorinating bacteria in the
subsurface using advanced fluorescence in situ hybridization tools

Christian Griebler
Attempts for an integrative concept for the ecological assessment of
groundwater ecosystems - microbes as bioindicators
Toshifumi Sakaguchi
Isolation and phylogenetic analysis of marine Vibrio spp. capable of respiring
selenium oxyanions
Justin E. Birdwell
Changes in the fluorescence of chromophoric dissolved organic matter in a
central Texas aquifer between extreme climatic events
Akari Fukuda
Biogeochemical investigations of redox states of groundwater from
sedimentary and granitic rocks at the Mizunami Underground Research
Laboratory (MIU) site
Elizabeth Padilla-Crespo
Design and application of an oligonucleotide microarray for monitoring
reductive dechlorination processes
Fumito Shiraishi
Photosynthesis-induced stromatolite formation
Ryouichi Doi
In situ anaerobic bioremediation of a groundwater through its adjacent river
sediment: a case study in Nagoya, Japan
Albina Bakeeva
Cyanobacteria of some water basins on the east Urals radioactive trace
(EURT)
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Comparative studies between sulfate-reducing bacteria and foul odor in lakes
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Microbiological influence on manganese oxide precipitation from hot spring
waters: A case study of the Sanbe volcanic area
Kazuyo Nagaosa
Temperature constraints methane production in subsurface environment of
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Masamichi Koita
Amazingly low abundance of bacteria in groundwater of Mt. Fuji
Mariko Kouduka
Polyphasic Molecular characterizations of microbial communities in deep
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Giora Proskurowski (Invited)
(New) Thoughts on the geochemistry of methane and low-molecular weight
hydrocarbon species in hydrothermal fluids
Ken Takai
A new high-temperature and -pressure cultivation technique will open a way
to unknown deep subsurface microbial functions
Shinsuke Kawagucci
Stable isotope usage for quantitative estimation of H2 utilization metabolisms
at hydrothermal ecosystem
Takazo Shibuya
Archean alkaline hydrothermal fluid and chert genesis
Kosei E. Yamaguchi
Non-traditional stable isotope biogeochemistry of transition metals: A new tool
for detecting biosignatures and constraining metabolism in modern
subsurface environments and early Earth
Yuichiro Ueno
Stable sulfur and carbon isotope biogeochemistry of early Archean dresser
hydrothermal system
Dupraz Sébastien
CO2 mobilization by endogenic microbial populations in a context of carbon
geological sequestration
Ian G. McKinley
Microbial catalysis of redox reactions in deep geological environments
Ean Warren
Aquifer temperature increases caused by microbial activity within subsurface
oil bodies
Stefan Sievert
An integrated approach to study chemolithoautotrophic processes at deep-
sea hydrothermal vents at 9ºN, East Pacific Rise
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Hovik Panosyan
Thermophilic microbial diversity in warm and hot springs of Armenia
Motoko Yoshizaki
An experimental study on hydrogen production during the serpentinization of
ultramafic rocks
Motoko Igisu
Micro-FTIR measurements of modern Bacteria and Archaea
Takuya Saitou
Microthermometry of fluid inclusions in 2.2 Ga hydrothermal quartz:
Implications for the composition of early Proterozoic seawater
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Isotopic evidence of microbial formation and consumption of methane in the
Okinawa Trough
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Culture -dependent and -independent analysis of two hydrothermal fields in
Central Indian Ridge
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Life in the ice: US Research on microbial ecology and diversity in frozen
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Hidden life in extreme subglacial Lake Vostok, East Antarctica
Blaire Steven
Microbial diversity and activity in permafrost and ground ice from the
Canadian High Arctic
Susana M. Direito
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Biomineralization of calcium carbonate by halophilic bacteria isolated from
various environments
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Ronnie N. Glud (Invited)
Carbon and nitrogen cycling in ocean margin sediments: a case study from
Sagami Bay, Japan
Kazumasa Oguri
Oxygen distributions, fluctuations, and bioirrigation processes in deep sea
sediment: a case of Sagami bay sea floor
Hidetaka Nomaki
Benthic activities and organic carbon consumption at the sediment-water
interface revealed by in situ 13C-tracer experiments
Jung-Ho Hyun (Invited)
Sulfate reduction coupled to water column productivity in the Ulleung Basin,
East Sea/Sea of Japan
Minoru Wada
Microbial activity and accumulation of organic matter in the burrow of the
mud shrimp, Upogebia major (Crustacea: Thalassinidea)
Janez Mulec
Amoebae in carbonate precipitating habitats of karst caves and a new
vahlkampfiid amoeba, Allovahlkampfia spelaea gen. nov., sp. nov.
Annette Summers Engel
Chromophoric dissolved organic carbon from cave and karst waters
Nobu Ohte
In situ isotope signals of nitrate show how the gross nitrification is high in the
surface soils in a humid temperate forest
Keisuke Koba
Characterization of N2O in a temperate forested ecosystem by stable isotopes
techniques
Rota Wagai
Soil microbial community structure in a forested mountain in the tropics:
altitude, rock, and soil depth as distal controllers
Teri Balser (Invited)
Microbial determinants of soil carbon response to climate warming
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Yumi Kim
Microbial synthesis of magnetite and Zn-substituted nanoparticles by
indigenous metal-reducing bacteria enriched from inter-tidal flat sediments
Anna Sorokina
54/56Fe isotope fractionation by neutrophilic lithotrophic Fe-oxidizing bacteria in
iron-rich cold springs of various origin
Hiroshi Kitazato
Dynamic depositional process of organic carbon at continental margin:
toward understanding sustainable process of microbial ecosystem at slope
basin
Tillmann Lueders
Kings of the mountain hall: crenarchaeotal ammonia oxidizers dominate the
oxidation of atmospheric ammonia in an alpine karst system
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Effects of thermal energy discharge on shallow groundwater ecosystems
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Denitrification activity and relevant players revealed by nitrite reductase gene
fragments in wet soil and groundwater in a forest
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Ayato Kohzu
Historical change in nitrogen isotope ratios of sediments in Lake Kasumigaura
during 1979-2007
Hiroyuki Yamamoto
Chemosynthesis-based community and biogeochemical profiles in Hatoma
hydrothermal vent field of southern Okinawa Trough, Japan
Taketomo Fujiwara
Ammonia Monooxygenase Activity of marine gamma-proteobacterium NS58
isolated from anoxic coastal sediment
Naoko Tokuchi
Soil N dynamics and soil microbial biomass along stand age in a forest
ecosystem in central Japan
Akira Ijiri
Natural abundance of carbon isotope of acetate from submarine mud
volcano sediments: Kumano forearc basin, Japan
David W. Metge
Use of carboxylated microbial-sized microspheres for estimating
Cryptosporidium parvum oocyst transport within Russian River (Sonoma
County, CA) bank filtration sediments
Michinari Sunamura
Thiotrophic phylotype SUP05 is predominant and widespread in the western
Pacific deep-sea hydrothermal plumes
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Victor Kunin (Invited)
Molecular convergence and genetic gradients in a microbial mat
Jennifer F. Biddle (Invited)
A genetic view of diversity beneath the seafloor
Hideto Takami
Metagenomic analysis of deep subsurface core samples collected in an
offing of the Shimokita Peninsula on the northwest Honshu, Japan
Barbara J. Campbell
Adaptations to submarine hydrothermal environments exemplified by the
genome of Nautilia profundicola
Takuro Nunoura
Metagenomic analysis of uncultivated thermophilic crenarchaeote from a
subsurface gold mine
Kayo Arima
CAMERA: Building a “community cyberinfrastructure for advanced marine
microbial ecology research and analysis”
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Peter Krolla-Sidenstein
Microbial community composition in clayey sediments by DNA-fingerpriniting
(PCR-DGGE) from culture-dependent and culture-independent approaches
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Loïc Esnault
Reactivity of ferric-reducing bacteria in clayey environment in presence of iron
metal
Toshihiko Ohnuki
Microbial impacts on the migartion of long-lived radionuclides
Tamara. N. Nazina
Microorganisms of the deep repository for liquid radioactive wastes and their
influence on radionuclides
Nadia-Valérie Quéric
Biogeochemistry and biodiversity of chemolithotrophic microorganisms in the
tunnel of Äspö (Sweden)
Karsten Pedersen (Invited)
The effect from hydrogen and acetate on in situ growth and diversity of
attached and unattached microorganisms in Äspö hard rock laboratory
groundwater at 450 m depth
Laurent Urios
Microbial diversity of Toarcian argillite from Tournemire, France
Simcha Stroes-Gascoyne
Microbial analyses of the porewater chemistry experiment at the Mont Terri
(MT) Underground Rock Laboratory (URL), Switzerland
Claire Sergeant
Microbial analysis of water from the opalinus clay formation at Mont Terri (MT)
Underground Rock Laboratory (URL)
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Field-scale tracer test of carbon-14 organic compounds in a pumice tuff
aquifer: Evidence for microbially enhanced migration
Shuji Ajima
A study of microbially mediated sulphate reducing processes by means of
laboratory experiments and numerical models
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Laurent Urios
Microbial diversity of Toarcian claystone core samples from Tournemire, France
Lotta Hallbeck
Presence of indigenous aerobic and anaerobic microorganisms in dry
bentonite clay and their survival in engineered underground clay systems
Ian G. McKinley
Modelling the effects of microbiological activity in deep geological
environments
Teruki Iwatsuki
Long-term evolution of water-rock-microbe system in Horonobe, Japan
Shinichi Ogiyama

Behavior of 14C derived from acetic acid in paddy soils and root-uptake of 14C
by rice plant
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Outokumpu deep borehole: site for deep biosphere, gas and isotope studies in
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Sawako Nakajima
Microbiological and geochemical processes in subsurface environments:
Implication of microbially mediated redox changes during operation of
nuclear waste repositories
Takahiro Asano
Quantification of microbial biomass in groundwater for safety assessment of
geological disposal of nuclear waste
Takamichi Nakamura
Diversity and activity of microorganisms in sedimentary rocks from Horonobe,
northern Hokkaido
Kazuhiro Aoki
Microbial impact on the geo-scientific characteristics of the groundwater from
various rocks and different depths from throughout Japan
Yoshinori Suzuki
Bioreduction of U (VI)-organic complexes by Shewanella putrefaciens
Seigo Amachi
Microbial interaction with radioactive iodine possibly released from
underground radioactive waste repositories
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R. John Parkes (Invited)
Stimulated prokaryotic activity in the deep, hot biosphere
Daniel Prieur
Extending the sub-sea-floor biosphere
Bert Engelen
Enhanced microbial activities within the deep subseafloor biosphere induced
by fluids from the oceanic crust
Mark A. Lever
Evidence for acetogenesis in deep subseafloor sediments
Hideyoshi Yoshioka
Microbial activities in deep marine sediments from a natural gas field offshore
the Shimokita Peninsula, Japan
Fengping Wang
Stratified microbial communities involving in methane metabolism along the
sediment core of Pearl River Estuarine, southern China
Katrina Edwards (Invited)
Life in the crust of the ocean: exploring microbial activity and diversity on (and
in) basalts
Anna H. Kaksonen
Distribution of microbial life in marine subsurface sediments of the seismogenic
subduction zone
Axel Schippers
Nucleic acid based quantitative microbial community analysis in different
marine and terrestrial sediments
Yuki Morono
Enumeration of microbial cells in marine subsurface sediments using improved
cell detachment protocol and automated microscopic imaging system
Kristina Rathsack
Novel microorganisms revealed from deep-sea cold oceanic crust basalts
and sediment samples collected along the Mid-Atlantic-Ridge (4°48´S– 9°33´S)
Takeshi Kakegawa
Geochemical study of fossilized microbial mats in drilled holes at the Suiyo
submarine hydrothermal field in Japan
Katsunori Yanagawa
Relationship between distribution of anarobic methanotrophs and methane
flux: Evidence from a hydrate field in the Japan Sea
Joachim Reitner
Biosignatures, architecture and formation of methane derived microbialites at
cold seeps from the Black Sea
Christoph Wrede
Correlative light/electron microscopy for the investigation of microbial mats
from Black Sea cold seeps
Yoshinori Takano
In-situ tracer experiments for benthic Archaea: carbon isotopic evidence of
caldarchaeol and crenarchaeol in archaeal membrane lipids
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Olivia U. Mason
Hydrocarbon-utilizing prokaryotes in a novel deep subsurface ocean crust
environment
Noriaki Masui
Microbiological characteristics of circulation mud fluids during the first
operation of riser drilling by the “Chikyu”
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Taiki Futagami
Widespread distribution of reductive dehalogenase homologous (rdh) genes
in marine subsurface sediments
Takeshi Terada
What does subseafloor life look like?: Evidences from multiple microscopic
observations
Takeshi Miura
Extracellular enzyme activities of a deep subseafloor bacteria isolated from off
Shimokita Peninsula in Japan
Hiroyuki Imachi
Cultivation of marine subsurface microbes using continuous-flow bioreactor
Hiroyuki Saito
Distribution of microbial biomarkers in deep subsurface sediments from Nankai
Trough, Japan
Osamu Koide
Phylogenetic diversity of deep subseafloor aerobic microorganisms in
organics- and methane- rich sediments off Shimokita Peninsula in Japan
Alicia Shepard
Characterization of iron reducing populations within the sulfate/methane
transition zone in shallow subsurface sediments
Antije Vossmeyer
Dependence of pressure on microbial sulfate reduction in deep sea
sediments
Yul Roh
Iron reduction and biomineralization by iron-reducing enrichment cultures
from Arctic marine sediments (Svalbard)
Yasuhiko T. Yamaguchi
Nitrogen isotopic compositions of amino acids and radiocarbon contents in
oceanic chemosynthetic communities
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Kazuya Watanabe (Invited)
Microbiology of underground petroleum storage cavities
Sabrina Berlendis
Microbial communities involved in the natural attenuation of BTEX in a deep
gas storage aquifer
Natalya M. Shestakova
Phylogenetic diversity and activity of microorganisms in the high-temperature
petroleum reservoir
Vinh D. Pham
Microbial community structure analyses of a low-temperature Alaskan North
Slope oil field
Mikhail Chudetsky
Geofluids, underground biosphere and oils enriched with isoprenoid
hydrocarbons
Aleksandr Grigoryan
Nitrate reducing bacteria: keystone microorganisms for bioremediation of
souring in oilfields
Kazuhiro Fujiwara
Developing microbial restoration of methane deposit with subsurface CO2

sequestration into depleted oil fields
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Natalya M. Shestakova
Alkane hydroxylase homologues and its localization in thermophilic bacteria
of the genus Geobacillus
Tamara N. Nazina

Influence of H2O2 or water-air mixture injection on microbial processes in
petroleum reservoirs and enhancement of oil recovery
Bert Engelen
Microbial methane formation from coal and mine timber in abandoned coal
mines
Mitra Sadat Tabatabaee
Polymer production in methanogens of Iranian oil reservoirs
Kunio Yamane
Profiling of microorganisms in petroleum crude oils based on 16S rRNA gene
sequences for which template DNA had been prepared directly from the oils
Hideo Kawaguchi
Development of microbial processes capable of converting stored CO2 into
methane for recovering energy in depleted oil reservoir
Nils-Kåre Birkeland
Kosmotoga olearia gen. nov., sp. nov., a thermophilic, anaerobic heterotroph
isolated from Troll B oil production fluid in the North Sea
Hanako Mochimaru
Activity and diversity of methanogens in Japanese oil field where
biodegradation of petroleum has been observed
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Masanori Kyo (Invited)
Technologies on in-situ long term monitoring of the earth’s interior
Teruo Fujii (Invited)
Microfluidic in situ biological and chemical sensing
Hiroyuki Kimura
Culture-independent estimation of growth temperature of archaea in
subsurface habitats based on G+C content of 16S rRNA gene sequences
Yutaka Yawata
Development of novel microscopy technique and culture technique for
studying biofilm under various extreme conditions and biofilms of
uncharacterized microorganisms
Bénédicte Ménez
Imaging interactions between microbes and carbonates by combining
Raman and X-ray absorption spectroscopies
Patricia A. Sobecky
Uranium immobilization by the activities of microbial phosphates
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Takahiro Sekikawa
Suppression of Taq DNA polymerase inhibition by nonionic surfactant and its
application for detecting Cryptosporidium parvum
Kouki Yoshida
DNA markers associated with methane leakage from gas hydrates
Maria M. F. Mesquita
An improved method of bacteriophage preparation for use in studies of
pathogenic virus transport in the subsurface
Simcha Stroes-Gascoyne
The use of phospholipid fatty acids as biomarkers for viable microorganisms in
low water activity, clay-dominated environments
Christian G. Jagersma
Microbial analysis of a bioreactor capable of high rate anaerobic methane
oxidation coupled to sulfate reduction
Yuko Hasegawa
A novel approach to visualize microbial diversity: combinatorial labeling and
spectral imaging (CLASI)-fluorescent in situ hybridization (FISH)
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Kazuyuki Inubushi
Hydrogen and methane production mechanism in direct iron mixing method
in VOC-contaminated subsurface soil
Arvind Mohanram
Transport of Cryptosporidium parvum through variably and permanently
charged soils
Alam Syed Sartaj
Plant growth promoting fungus Penicillium sp. EU0013 to control Fusarium wilt
diseases
Hiroyuki Ohta
Microbial iron cycle accompanied by nitrogen fixation in volcanic ash
deposits of Miyake-jima Island, Japan
Yoko Masue-Slowey
Development of arsenic and iron biogeochemical gradients upon
anaerobiosis at soil aggregate scale
Kiwamu Minamisawa (Invited)
Geochemical aspects of soil bacteria deduced from their genome:
thiosulfate oxidation and C1 metabolism of Bradyrhizbium japonicum
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Oslan Jumadi
Emission of methane and nitrous oxide from paddy field soil in indonesia and
their microbial community structures
Naho Kondo
Diversity and community structure change in forest soil microbes
Kanako Tago
Denitrifying community structure in rice paddy soil investigated by multiple
approaches
Shinichi Tokuda
Denitrification profile in a subsurface soil of a tea field applied with a heavy
nitrogen fertilizer
Sachiko Masuda
Identification of sox gene cluster responsible for thiosulfate oxidation in
Bradyrhizobium japonicum: a functional genomic approach for
geobiochemistry
Yui Sato
Impact of litter-soil mix feeding by the train millipede on soil microbial activity
and gas flux
Ellen Swogger
Transcriptional and physiological response of Nitrosomonas europaea biofilms
exposed to phenol
Tomonori Sugawara
Identification of nitrogen fixing bacteria in recent volcanic deposits of Miyake-
Jima by stable isotope probing with 15N2

Shizuo Suzuki
Transferring plants and soils from a wetland to the Closed Geosphere
Experiment Facility to investigate carbon dynamics of the wetland ecosystem
Kazuyuki Inubushi

Estimation of CH4 flux in a wetland ecosystem using the Closed Geosphere
Experiment Facility
Miyo Koga
Characterization of denitrifying bacteria isolated with growth media of
different concentration
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Yuichi Suwa
Anammox activity in groundwater, soil and sediment
Nagappa Ramaiah
Archaeal phylogeny, DGGE profiles and signatures of AMO activity in the
surface sediments of ecologically analogous tropical estuaries
Masayuki Ohmori (invited)
The molecular mechanisms of desiccation tolerance in cyanobacteria and
application of terrestrial cyanobacteria to improve devastated soil
Christina Heller
Localization of a Ni-based enzyme in microbial mats and cold-seep
carbonates with geo- and biochemical methods
Lise Øvreås
Microbial population structure in low temperature iron hydroxide deposits at
the 71°N hydrothermal vent field the Arctic-Ocean Ridge
Tomohiko Kuwabara
Is Thermosipho globiformans multicellular?
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Sishtla Radha
Adaptive strategies of an un-identified blue green alga under environmental
stress - It’s potential for Biomass production with waste waters
Tamami Kawasaki
Distribution and identification of airborne fungi of under- and above ground
railway stations in Tokyo, Japan
Christoph Wrede
In situ detection of metabolic enzymes in microbial biofilms
Toru Matsui
Methane fermentation using seaweeds collected in shallow of closed bay
area
Emmanuelle Gérard
Modern deep biosphere in 2,724 Myr-old stromatolites of the tumbiana
formation, Pilbara Craton, Australia
Joachim Reitner
Potential molecular tracers of a fossil deep biosphere from fracture fillings in
the Äspö Diorite (Äspö Hard Rock Laboratory, Sweden)
Hiroyo Otaki
Hydrogen production in hot-spring microbial mats dominated by a filamentous
anoxygenic phototrophic bacterium
Yui Takahashi
Reduction of polysulfide by Clostridium relatives isolated from environmental
samples
Satoshi Koizumi
What determines hierarchical structure of microbial cellulose -interplay among
physics, chemistry and biology-
Tomoyasu Nishizawa
Semi quantitative PCR-based T-RFLP profiling of soil microbial communities
Anjani Wathsala Weerasekara
Automated detection of human pathogens in natural samples as determined
by the micro-colony automatic counting system (MACS)
Karen Rossmassler
Biogeography and phylogeny of Epsilonproteobacteria in sulfidic
environments
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